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Q1: Would you participate in a eukaryotic expression benchmarking 
effort? 
Answered: 18    Skipped: 0 
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Q3: Which expression system(s) would you like to benchmark? (you can select more 
than 1)Please note that we can't compare everything with everything and need to focus 
on one or two systems per round (there might be more benchmarking studies if we 
manage to do the first one successfully). The goal is not to find the best expression 
system for a specific target but to compare the performance of the setup in the 
participating labs with the others. 
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Q4: Could you contribute target constructs?Ideally, we should have well 
expressing as well as low expression constructs. We could also include 
tricky ones that your lab did not manage to get expressed so we might 
find out if different labs find different results for these cases. 
Answered: 18    Skipped: 0 



Q6: What production scale would you like to test? 
Answered: 18    Skipped: 0 



Q7: What would be required to analyse and compare the results of an expression 
benchmarking study?Note, that at this stage purification will not be included in the 
analysis since this would add an extra level of complexity and would make it more difficult 
to identify the bottlenecks for the expression or purification.Please select the analysis 
method(s) that should be used (in your opinion). 
Answered: 17    Skipped: 1 



Q8: Would you volunteer to collect all aliquots from the samples of 
participating labs to run the analysis on your automated analysis system, 
e.g. Caliper? 

Answered: 13    Skipped: 5 



Q9: For a purification benchmarking we could either use:A: One or more samples 
(i.e. frozen cell pellets) produced by one lab and sent out to the participants to be 
purified and assayed for purity and activity.B: Once the expression bottlenecks are 
identified (and ideally removed), each lab expresses a selection of target 
constructs and purifies them in their own lab and we compare those results.C: Mix 
of both A and B 
Answered: 18    Skipped: 0 
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